Multiple imputations were performed in Stata version 12.1 using the ICE command. Missing data were present in the following variables: smoking, ethnicity, RA disease duration, baseline HAQ, and baseline DAS28 score (Table S1 ). The imputation model was constructed separately for the sDMARD and TNFi cohorts. Age, sex, disease duration, baseline HAQ, baseline DAS28 score and separate components (28 swollen joint count, 28 tender joint count, patient global visual analogue score and ESR), baseline steroid exposure, baseline nonsteroidal anti-inflammatory exposure, prior sDMARD use, smoking status, entry year, co-morbidity, prior cancer, ethnicity, height and weight were all included as predictors within the imputation model. The outcome (solid cancer) was also included in the model. Twenty imputation cycles were performed and the resulting data were analysed using Rubin's rules with the MIM command.
shows first the associations between candidate confounders and the outcome (first solid cancer), irrespective of treatment group. This demonstrated an association between increasing age and solid cancer and male sex and solid cancer, as expected. Further associations were observed with smoking, comorbidity and markers of RA severity. The final column reports the effect of each baseline covariate on the estimated treatment effect. Age and DAS28 score had the greatest effect on the estimated effect of anti-TNF on risk of solid cancer, indicated by the change in HR for anti-TNF from 0.70 to 0.90 and 0.61 respectively (Table S2) . None of the other confounders altered the HR by more than 10% in univariate adjustment. None the less, all the a priori selected confounders were included in the analysis since interactions and non-linear associations may have existed.
Components of the PS model were: age, sex, ethnicity, smoking status, co-morbidity, RA duration, DAS28, HAQ, steroid exposure, number of prior sDMARD (≤3 versus 4 or more), prior exposure to AZA and prior exposure to CYC at baseline. In addition, during construction of the PS model, interaction terms between HAQ and CYC; age and DAS28; age and disease duration; prior sDMARD exposure and smoking; sDMARD exposure, smoking and disease duration; and sDMARD exposure, smoking and DAS28 were added. The expected bias was <2% for each variable. The overall expected bias was -0.7%. 
